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Compare the index sequences and detect their similarity
Input ( Index_name [\tab] Index_sequence ) for each line.
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Excel format: Index collection
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Index sequence cycle of HiSeq run:
Threshold of max mismatch (0~2):
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Thresholds:
Cycle of index sequence: 6
Max mismatch: 2

Results:

Ouery0l has similarity with the fallowing
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Query0Z has similarity with the following
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Query03 has similarity with the following
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